Reproductive skew is a measure of the way breeding is distributed among the members of an animal society or group. Up to now, explanations of patterns of skew have been limited to one particular model, which assumes that a single dominant has full control over the distribution of subordinate reproduction. If this control is incomplete or absent, however, unsanctioned breeding by subordinate females will increase the total number of young produced. Here I present a new model for the evolution of skew that considers the effect of brood size on the inclusive fitness of dominants and subordinates. By augmenting brood size, a subordinate female reduces the per capita fitness of a dominant's offspring, so the net benefits of producing young are lower for related subordinates. I consider the stable level of skew when both dominant and subordinate attempt to maximize their inclusive fitness under two conditions: (1) when the dominant is unable to anticipate that a subordinate will add to her brood; and (2) the dominant does anticipate subordinate reproduction and can respond by adjusting her own brood size. In the first case, the model predicts that reproductive skew will increase with relatedness between breeders, because related subordinates are selected to add fewer young to the dominant's brood. In the second case, the dominant's optimal response to the presence of a second breeder exaggerates the relationship between relatedness and skew: dominants should produce more young when breeding with related compared with unrelated subordinates.
Attempts to find unifying principles in diverse cooperative breeding systems have recently centred on 'reproductive skew', which is a measure of the way in which direct reproduction is shared among members of a social unit (Reeve & Keller 1995) . At two ends of a continuum are high skew societies characterized by the monopolization of breeding by a single individual, and low skew societies in which breeding is distributed equitably among group members. Recent models of the evolution of reproductive skew suggest that variation in the costs and benefits of subordinate breeding to the dominant determines the level of reproductive suppression imposed by the dominant. Vehrencamp (1983a, b) provided an illuminating model using this approach, and the idea has been extended by Reeve (1991) , Reeve & Ratnieks (1993) and Reeve & Keller (1995) . These models reveal that (in conjunction with ecological factors) kin selection may play an important role in the evolution of skew: a dominant associating with a related subordinate can monopolize direct reproduction by exploiting the subordinate's kinselected incentive to stay as a helper; an unrelated subordinate lacks this indirect benefit of staying and the dominant must grant her a share of direct reproduction to maintain the association. Thus one of the main predictions of the model is that reproductive skew will be high where relatedness between group members is high. Empirical support for this prediction is presented by Keller & Reeve (1994) and Reeve & Keller (1995) .
Critically, these models assume that the dominant has full control over the distribution of a fixed amount of parentage: the extra direct fitness that is assumed to arise from an association is shared out by the dominant on a zero-sum basis in the manner that maximizes her own inclusive fitness. If the dominant does not have full control over the level of subordinate reproduction,
